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FIG. 8A 



EYFP - BARR2 -Ub 

661/221 691/231 

CTG CTG GAG TTC GTG ACC GCC GCC GGG ATC ACT CTC GGC ATG GAC GAG CTG TAC AAG TCC 

LIiBFVTA&GIT&GMDEIiYKS 
721/241 751/251 

GGA CTC AGA TCT CGA GCT CAA GCT TCG AAT TCT GCA GTC GAC GGT ACC ACG CGC ACC 

0L&SRAQ&SKS&VDGTTRT 
1/1 31/11 

ATG GGT GAA AAA CCC GGG ACC AGG GTC TTC AAG AAG TCG AGC CCT AAC TGC AAG CTC ACC 
MGEKPGTRVFKKS SPNCKLT 
61/21 91/31 

GTG TAC TTG GGC AAG CGT GAC TTT GTG GAT CAC TTG GAC AAA GTG GAT CCT GTC GAT GGT 
VYIjGKRDFVDHLDKVDPVDG 
121/41 151/51 

GTG GTG CTT GTG GAT CCT GAC TAC TTG AAG GAC CGG AAA GTG TTT GTG ACC CTC ACC TGT 
VVLVDPDYLKDRKVFVTLTC 
181/61 211/71 

GCC TTC CGC TAT GGC CGA GAA GAC CTG GAT GTA CTG GGC CTG TCT TTC CGC AAA GAT CTG 
AFRYGREDLDVIiGItSFRKDL 
241/81 271/91 

TTC ATC GCC ACC TAC CAG GCC TTC CCC CCC ATG CCC AAC CCA CCT CGG CCC CCC ACC CGC 
FIATYQAFPPMPNPPRPPTR 
301/101 331/111 

CTA CAG GAC CGA CTG CTG AAG AAG TTG GGC CAG CAT GCC CAC CCC TTT TTT TTC ACA ATA 
LQDRLLKKLGQHAHPFFFTI 
361/121 391/131 

CCC CAG AAT TTG CCT TGC TCC GTC ACA CTG CAG CCA GGA CCG GAG GAC ACA GGG AAG GCC 
PQNLPCSVTLQPGPEDTGKA 
421/141 451/151 

TGT GGA GTA GAC TTT GAG ATT CGA GCC TTC TGT GCC AAA TCT ATA GAA GAA AAA AGC CAC 
CGVDFEIRAF CAKS IEEKSH 
481/161 511/171 

AAA AGG AAC TCC GTG CGG CTT ATC ATC AGA AAG GTA CAG TTT GCT CCT GAG ACA CCC GGC 
KRNSVRLI IRKVQFAPETPG 
541/181 571/191 

CCC CAG CCA TCA GCT GAA ACC ACA CGC CAC TTC CTC ATG TCT GAC CGG AGG TCC CTG CAC 
PQPSAETTRHFLMSDRRSLH 
601/201 631/211 

CTA GAG GCT TCC CTG GAC AAA GAG CTG TAC TAC CAT GGG GAA CCC CTC AAT GTC AAC GTC 
LEAS LDKEI»YYHGEP3jNVNV 
661/221 691/231 

CAC GTC ACC AAC AAT TCT GCC AAG ACC GTC AAG AAG ATC AGA GTG TCT GTG AGA CAG TAT 
HVTNNSAKTVKKIRVSVRQY 
721/241 751/251 

GCC GAC ATT TGC CTC TTC AGC ACC GCG CAG TAC AAG TGT CCT GTG GCT CAG CTT GAA CAA 
ADICLFSTAQYKCPVAQLEQ 
781/261 811/271 

GAT GAC CAG GTG TCT CCC AGT TCC ACA TTC TGC AAG GTG TAC ACC ATA ACC CCG CTG CTC 
DDQVSFSSTFCKVYTITPLL 
841/281 871/291 

AGT GAC AAC CGA GAG AAG CGT GGC CTT GCC CTT GAT GGG CAA CTC AAG CAC GAA GAC ACC 
SDNREKRGIiALDGQLKHEDT 
901/301 931/311 

AAC CTG GCT TCC AGC ACC ATT GTG AAG GAG GGA GCC AAC AAG GAG GTG CTG GGA ATC CTA 
NLASSTIVKEGANKEVIiOIIi 
961/321 991/331 

GTA TCC TAC AGG GTC AAG GTG AAG CTG GTG GTG TCT CGA GGC GGG GAT GTC TCC GTG GAG 
VSYRVKVKLVVSRGGDVSVE 
1021/341 1051/351 

CTA CCT TTC GTC CTA ATG CAC CCC AAG CCC CAC GAC CAC ATC ACC CTT CCC CGA CCC CAG 
LPFVbMHPKPHDHXTXiP RPQ 
1081/361 1111/371 

TCA GCC CCC CGG GAA ATA GAC ATC CCT GTG GAT ACC AAC CTC ATT GAA TTC GAT ACC AAC 
SAPREIDIPVDTNLIEFDTN 
1141/381 1171/391 

TAT GCC ACA GAC GAC GAC ATC GTG TTT GAG GAC TTT GCG AGG CTT CGG CTG AAG GGG ATG 
YATDDDIVFEDFARLRLKGM 
1201/401 1231/410 
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FIG. 8B 



AAG GAT GAC GAC TGT GAT GAC 

K D D D C D D 
22/8 

ACT GGT AAG ACC ATC ACC CTC 

T G K T I T L 
82/28 

AAG ATC CAA GAT AAG GAA GGC 

K I Q D K E G 
142/48 

CAG CTG GAA GAT GGT CGT ACC 

Q L E D G R T 
202/68 

CTG GTA CTC CGT CTC AGA GGT 

L V L R L» R G 



CAG TTC TGC GTC GAC CAG 
Q F C V D Q 
52/18 

GAG GTG GAG CCC AGT GAC 
E V E P S D 
112/38 

ATT CCT CCT GAT CAG CAG 
I P P D Q Q 
172/58 

CTG TCT GAC TAC AAC ATC 
L S D Y N I 

GGG TGA 

Q *** 



ATC TTC GTG AAG ACT CTG 

I F V K T L 

ACC ATC GAG AAT GTC AAG GCA 

T I E N V K A 

AGG TTG ATC TTT GCC GGA AAA 

R L I F A G K 

CAG AAA GAG TCC ACC TTG CAC 

Q K E S T L H 
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EYFP - BARR2 -lib 4 8 
661/221 

CTG CTG GAG TTC GTG ACC GCC GCC GGG 

LI»EFVTAAG 

721/241 

GGA CTC AGA TCT CGA GCT CAA GCT TCG 

G X* E S R A Q A S 
1/1 

ATG GGT GAA AAA CCC GGG ACC AGG GTC 

MGEKPGTRV 

61/21 

GTG TAC TTG GGC AAG CGT GAC TTT GTG 

VYLGKRDFV 

121/41 

GTG GTG CTT GTG GAT CCT GAC TAC TTG 

VVLVDPDYL 

181/61 

GCC TTC CGC TAT GGC CGA GAA GAC CTG 

AFRYGREDL 

241/81 

TTC ATC GCC ACC TAC CAG GCC TTC CCC 

FXATYQAFP 

301/101 

CTA CAG GAC CGA CTG CTG AAG AAG TTG 

LQDRLLKKI* 

361/121 

CCC CAG AAT TTG CCT TGC TCC GTC ACA 

PQNLPCSVT 

421/141 

TGT GGA GTA GAC TTT GAG ATT CGA GCC 

CGVDFEIRA 

481/161 

AAA AGG AAC TCC GTG CGG CTT ATC ATC 

KRNSVRLII 

541/181 

CCC CAG CCA TCA GCT GAA ACC ACA CGC 

PQPSAETTR 

601/201 

CTA GAG GCT TCC CTG GAC AAA GAG CTG 

LEASLDKEIi 

661/221 

CAC GTC ACC AAC AAT TCT GCC AAG ACC 

HVTNNSAKT 

721/241 

GCC GAC ATT TGC CTC TTC AGC ACC GCG 

ADICLFSTA 

781/261 

GAT GAC CAG GTG TCT CCC AGT TCC ACA 

DDQVSPSST 

841/281 

AGT GAC AAC CGA GAG AAG CGT GGC CTT 

SDNREKRGL 

901/301 

AAC CTG GCT TCC AGC ACC ATT GTG AAG 
N h A S S T I V IC 
961/321 

GTA TCC TAC AGG GTC AAG GTG AAG CTG 
V STRVKVKL 
1021/341 

CTA CCT TTC GTC CTA ATG CAC CCC AAG 

LPFVIiMHPK 

1081/361 

TCA GCC CCC CGG GAA ATA GAC ATC CCT 
SAPRE IDIP 
1141/381 

TAT GCC ACA GAC GAC GAC ATC GTG TTT 

YATDDDIVF 

1201/401 
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691/231 

ATC ACT CTC GGC ATG GAC GAG CTG TAC AAG TCC 

ITIiGMDEIiYKS 
751/251 

AAT TCT GCA GTC GAC GGT ACC ACG CGC ACC 
31/11 

TTC AAG AAG TCG AGC CCT AAC TGC AAG CTC ACC 

FKKSSPNCKIiT 

91/31 

GAT CAC TTG GAC AAA GTG GAT CCT GTC GAT GGT 

DHLDKVDPVDG 

151/51 

AAG GAC CGG AAA GTG TTT GTG ACC CTC ACC TGT 

KDRKVFVTLTC 

211/71 

GAT GTA CTG GGC CTG TCT TTC CGC AAA GAT CTG 

DVLGLSFRKDL 

271/91 

CCC ATG CCC AAC CCA CCT CGG CCC CCC ACC CGC 

PMPNPPRPPTR 

331/111 

GGC CAG CAT GCC CAC CCC TTT TTT TTC ACA ATA 

GQHAHPFFFTI 

391/131 

CTG CAG CCA GGA CCG GAG GAC ACA GGG AAG GCC 

XjQPGPEDTGKA 

451/151 

TTC TGT GCC AAA TCT ATA GAA GAA AAA AGC CAC 

FCAKSIEEKSH 

511/171 

AGA AAG GTA CAG TTT GCT CCT GAG ACA CCC GGC 

RKVQFAPETPG 

571/191 

CAC TTC CTC ATG TCT GAC CGG AGG TCC CTG CAC 

HFLMSDRRSIiH 

631/211 

TAC TAC CAT GGG GAA CCC CTC AAT GTC AAC GTC 

YYHGEPLNVNV 

691/231 

GTC AAG AAG ATC AGA GTG TCT GTG AGA CAG TAT 

VKKIRVSVRQY 

751/251 

CAG TAC AAG TGT CCT GTG GCT CAG CTT GAA CAA 

QYKCPVAQLEQ 

811/271 

TTC TGC AAG GTG TAC ACC ATA ACC CCG CTG CTC 

FCKVYTITPLIt 

871/291 

GCC CTT GAT GGG CAA CTC AAG CAC GAA GAC ACC 

ALDGQLKHEDT 

931/311 

GAG GGA GCC AAC AAG GAG GTG CTG GGA ATC CTA 

EGANKEVLGIL 

991/331 

GTG GTG TCT CGA GGC GGG GAT GTC TCC GTG GAG 
V V S R G G D V S V E 
1051/351 

CCC CAC GAC CAC ATC ACC CTT CCC CGA CCC CAG 

PHDHITIiPRPQ 

1111/371 

GTG GAT ACC AAC CTC ATT GAA TTC GAT ACC AAC 

VDTNklEFDTN 

1171/391 

GAG GAC TTT GCG AGG CTT CGG CTG AAG GGG ATG 

EDFARIiRlrKGM 

1231/410 
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FIG. 9B 



AAG GAT GAC GAC TGT GAT GAC CAG TTC TGC GTC GAC CAG ATT TTC GTC AAG ACT TTG 
KDDDCDDQFCVDQI FVKTL 
22/8 52/18 

ACC GGT AAA ACC ATA ACA TTG GAA GTT GAA TCT TCC GAT ACC ATC GAC AAC GTT AAG TCG 
T GKT I T L E V E S S DT I ENVKS 
82/28 112/38 

AAA ATT CAA GAC AAG GAA GGT ATC CCT CCA GAT CAA CAA AGA TTG ATC TTT GCC GGT AGG 
KXQDKEGIPPDQ. QRLXFAGR 
142/48 172/58 

CAG CTA GAA GAC GGT AGA ACG CTG TCT GAT TAC AAC ATT CAG AAG GAG TCC ACC TTA CAT 
QLEDGRTLSDYNIQKESTLH 

202/68 

CTT GTG CTA AGG CTA AGA GGT GGT TGA 
LVLRLRGG *** 
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FIG. 10A 

EGFP - BARR2 ~Ub48 
661/221 

CTG CTG GAG TTC GTG ACC GCC GCC GGG 

LLEFVTAAG 
721/241 

GGA CTC AGA TCT CGA GCT CAA GCT TCG 

GLR95&Q&S 
1/1 

ATG GGT GAA AAA CCC GGG ACC AGG GTC 

MGEKPGTRV 

61/21 

GTG TAC TTG GGC AAG CGT GAC TTT GTG 

VYLGKRDFV 

121/41 

GTG GTG CTT GTG GAT CCT GAC TAC TTG 

VVLVDPDYL 

181/61 

GCC TTC CGC TAT GGC CGA GAA GAC CTG 

AFRYGREDL 

241/81 

TTC ATC GCC ACC TAC CAG GCC TTC CCC 

FIATYQAFP 

301/101 

CTA CAG GAC CGA CTG CTG AAG AAG TTG 

LQDRkLKKL 

361/121 

CCC CAG AAT TTG CCT TGC TCC GTC ACA 

PQNIiPCSYT 

421/141 

TGT GGA GTA GAC TTT GAG ATT CGA GCC 

CGVDFEIRA 

481/161 

AAA AGG AAC TCC GTG CGG CTT ATC ATC 

KRNSVRLII 

541/181 

CCC CAG CCA TCA GCT GAA ACC ACA CGC 
PQP SAE TTR 
601/201 

CTA GAG GCT TCC CTG GAC AAA GAG CTG 

LEASIiDKEL 

661/221 

CAC GTC ACC AAC AAT TCT GCC AAG ACC 

HVTNNSAKT 

721/241 

GCC GAC ATT TGC CTC TTC AGC ACC GCG 
A D I CLFSTA 
781/261 

GAT GAC CAG GTG TCT CCC AGT TCC ACA 
D DQVSPSST 
841/281 

AGT GAC AAC CGA GAG AAG CGT GGC CTT 

SDNREKRGL 

901/301 

AAC CTG GCT TCC AGC ACC ATT GTG AAG 

MLASSTIVK 

961/321 

GTA TCC TAC AGG GTC AAG GTG AAG CTG 
V S Y R V K V K Is 
1021/341 

CTA CCT TTC GTC CTA ATG CAC CCC AAG 

LPFVLMHPK 

1081/361 

TCA GCC CCC CGG GAA ATA GAC ATC CCT 

SAPREIDIP 

1141/381 

TAT GCC ACA GAC GAC GAC ATC GTG TTT 

YATDDDIVF 

1201/401 
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691/231 

ATC ACT CTC GGC ATG GAC GAG CTG TAC AAG TCC 

XTIiGMDELYKS 

751/251 

AAT TCT GCA GTC GAC GGT ACC ACG CGC ACC 

K 3 A V D G T T R T 
31/11 

TTC AAG AAG TCG AGC CCT AAC TGC AAG CTC ACC 
FKKS SPNCKLiT 
91/31 

GAT CAC TTG GAC AAA GTG GAT CCT GTC GAT GGT 

DH&DKVDPVDG 

151/51 

AAG GAC CGG AAA GTG TTT GTG ACC CTC ACC TGT 

KDRKVFVTI»TC 

211/71 

GAT GTA CTG GGC CTG TCT TTC CGC AAA GAT CTG 

DVIiGIiSFRKDL 

271/91 

CCC ATG CCC AAC CCA CCT CGG CCC CCC ACC CGC 

PMPNPPRPPTR 

331/111 

GGC CAG CAT GCC CAC CCC TTT TTT TTC ACA ATA 

GQHAHPFFFTI 

391/131 

CTG CAG CCA GGA CCG GAG GAC ACA GGG AAG GCC 

LQPGPEDTGKA 

451/151 

TTC TGT GCC AAA TCT ATA GAA GAA AAA AGC CAC 
FCAKS IEEKSH 
511/171 

AGA AAG GTA CAG TTT GCT CCT GAG ACA CCC GGC 

RKVQFAPETPG 

571/191 

CAC TTC CTC ATG TCT GAC CGG AGG TCC CTG CAC 

HFIiMSDRRSIiH 

631/211 

TAC TAC CAT GGG GAA CCC CTC AAT GTC AAC GTC 

YYHGEPjLNVNV 

691/231 

GTC AAG AAG ATC AGA GTG TCT GTG AGA CAG TAT 

VKKIRVSVRQY 

751/251 

CAG TAC AAG TGT CCT GTG GCT CAG CTT GAA CAA 

QYKCPVAQLEQ 

811/271 

TTC TGC AAG GTG TAC ACC ATA ACC CCG CTG CTC 

FCKVYTITPLL 

871/291 

GCC CTT GAT GGG CAA CTC AAG CAC GAA GAC ACC 

ALDGQLKHEDT 

931/311 

GAG GGA GCC AAC AAG GAG GTG CTG GGA ATC CTA 
E G A M K E V L G I I» 
991/331 

GTG GTG TCT CGA GGC GGG GAT GTC TCC GTG GAG 

VVSRGGDVSVE 

1051/351 

CCC CAC GAC CAC ATC ACC CTT CCC CGA CCC CAG 
PHDHI TLPRPQ 
1111/371 

GTG GAT ACC AAC CTC ATT GAA TTC GAT ACC AAC 
VDTNLI' EFDTN 
1171/391 

GAG GAC TTT GCG AGG CTT CGG CTG AAG GGG ATG 

EDFARLRLKGM 

1231/410 
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FIG. 10B 

AAG GAT GAC GAC TGT GAT GAC CAG TTC TGC GTC GAC CAG ATC TTC GTG AAG ACT CTG 
KDDDCDDQFCVDQ IFVKTIi 
22/8 52/18 

ACT GGT AAG ACC ATC ACC CTC GAG GTG GAG CCC AGT GAC ACC ATC GAG AAT GTC AAG GCA 
TGKTITLEVEPSDTXENVKA 
82/28 112/38 

AAG ATC CAA GAT AAG GAA GGC ATT CCT CCT GAT CAG CAG AGG TTG ATC TTT GCC GGA AGA 
KIQDKEGIPPDQQRLIFAGR 
142/48 172/58 

CAG CTG GAA GAT GGT CGT ACC CTG TCT GAC TAC AAC ATC CAG AAA GAG TCC ACC TTG CAC 
QLEDGRTLSDYNI QKESTLH 
202/68 

CTG GTA CTC CGT CTC AGA GGT GGG TGA 
LVIiRI»RGG *** 
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_ G protein-coupled receptors: 

FIG. 11D ^. . . 

(Division into Class A 

Or Class B) 



Al adenosine receptor [Homo sapiens]. ACCESSION AAB25533 
npivyaf riqkfrvtfl kiwndhfrcq pappidedlp eerpdd 
Class A 

adrenergic, alpha -1B-, receptor [Homo sapiens]. ACCESSION NP_000670 
npiiypcsskefkrafvrilgcqcrgrgrrriTmTlggcaytyrpwtr 

gapppvelcafpewkapgallslpapeppgirgrhdsgplftfklltepespgtdggasnggceaaadvan 
pgqf 

Class A 

adrenergic receptor alpha-2A [Homo sapiens]. ACCESSION AAG00447 
npviytifiihdfrrafkkilcrgdrkriv 
Class A 

alpha-2B-adrenei gic receptor - human. ACCESSION A37223 
npviytifnqdfrrafrrilcrpwtqtaw 
Class A 

a!pha-2C-adrenergic receptor - human. ACCESSION A3 1237 
npviytvfnqdfrpsfklailfrrrrrgfrq 
Class A 

beta-l-adrenergic receptor [Homo sapiens]. ACCESSION NP_000675 
npiiycrspdfHtafqgllccarraarrrhathgd^^ 
adsd ssldepcrpgfaseskv 
Class A 

beta-2 adrenergic receptor. ACCESSION P07550 

npliycrspdfriafqellclrrsslkay 

tndsli 

Class A 

dopamine receptor Dl [Homo sapiens]. ACCESSION NP_000785 

npiiyafhadfikafstllgcyiicpatmiaietvsinnngaamfsshheprgsiskecnlvyliphavgssedlkke^ 
eklspalsvildydtdvslekiqpitqngqhpt 
Class A 

D(2) dopamine receptor. ACCESSION PI 44 16 
npiiyttfhiefrkaflkilhc 
Class A 
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FIG. 11E 

d3 dopamine receptor - human. ACCESSION GO 1977 
npviyttfniefrkaflkilsc 
Class A 

dopamine receptor D4 - human. ACCESSION DYHUD4 
npviytvfiiaefimvfrkalracc 
Class A 

dopamine receptor D5 - human. ACCESSION DYHUD5 
npviyafoadfqkvfaqllgcshfcsrtpvetvnisne 
fqiyqtspdgdpvaesvweldcegeisldkitpftpngfh 
Class A 

muscarinic acetylcholine receptor Ml [Homo sapiens]. ACCESSION NPJ)00729 
npmcyalcnkafrdtfrllllcrwdkrrwrkipkrpgsvhrtpsrqc 
Class A 

muscarinic acetylcholine receptor M2 [Homo sapiens]. ACCESSION NP_000730 
iipacyalcnatflcktfkhllmchyknigatr 
Class A 

muscarinic acetylcholine receptor M3 [Homo sapiens]. 

npvcyalcnktfmflanlllcq^ 
Class A 

muscarinic acetylcholine receptor M4 [Homo sapiens]. ACCESSION NP 000732 
npacyalcnatfkktfrhlllcqyrnigtar 
Class A 

m5 muscarinic receptor, locus HUMACHRM ACCESSION AAA51569 
npicyalcnrtfrktfkmlllcrwkkkkveeklywqgiisklp 
Class A 

5-hydroxytryptamine (serotonin) receptor 1 A [Homo sapiens]. ACCESSION 
BAA90449 

npviyayfnkdfqnafkkiikckf 
Class A 

5-hydroxytryptamine (serotonin) receptor IB [Homo sapiens]. ACCESSION 
BAA94455 

npiiytmsnedfkqafhklirfkcts 
Class A 
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20. 5-hydroxytryptamine (serotonin) receptor IE [Homo sapiens]. ACCESSION 
BAA94458 

npllytsfhedfklafkklircre 
Class A 

21. OLFACTORY RECEPTOR 6A1. ACCESSION 095222 
npiiyclrnqevkralccilhlyqhqdpdpkkgsrnv 

Class A 

22. OLFACTORY RECEPTOR 2C1. ACCESSION 095371 
npliytlrnmevkgalrrllgkgrevg 

Class A 

23. angiotensin receptor 1 [Homo sapiens]. ACCESSION NP_03361 1 
nplfygflgkkfkiyflqllkyippkakshsnte 

Class R 

24. angiotensin receptor 2 [Homo sapiens]. ACCESSION NP_000677 
npflycfVgnrfqqkksvfrvpitwlqgkresmscrkssslremetfvs 

Class B 

25. interleukin 8 receptor beta (CXCR2) [Homo sapiens]. ACCESSION NM_001557 
NPLIYAFIGQKFRHGLLKILAIHGLISKDSLPKDSRPSFVGSSSGHTSTTL 

Class B 

26. cx3c chemokine receptor 1 (cx3crl) (fractalkine receptor) 
ACCESSION P49238 

npliyafagekfrrylyhlygkclavlcgrsvhvdfsssesqrsrhgsvlssnftyhtsdgdallll 
Class B 

27. neurotensin receptor - human. ACCESSION S29506 

n pilynlvsanfrhiflatlaclcpvwrrrrkrpafsrkadsvssnhflssnatretly 
Class B 

23. SUBSTANCE-P RECEPTOR (SPR) (NK- 1 RECEPTOR) (NK-1R). ACCESSION P25 1 03 
npiiycclndrfrlglkhafrccpfisagdyeglemkst^ 
mtesfsfssnvJs 

Class B 

29. vasopressin receptor type 2 [Homo sapiens]. ACCESSION AAD16444 
npwiyasfsssvsselrsllccargrtppslgpqdesctfassslakdtfss 

Class B 

30. thyrotropin-releasing hormone receptor - human. ACCESSION JN0708 
npviynlmsqkfraafrklcnckqkptekpanysvalnysvikesdhfstelddifvfdtylsa&vsfddtclasevsfsqs 

Class B 
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31 . oxytocin receptor - human. ACCESSION A55493 
npwiyml%UfhelvqrflccsasylkgrrlgetsaskksnsssMshrsssqrscsqpsta 

Class B 

32. neuromedin U receptor 1 [Homo sapiens]. ACCESSION AAG24793 
npvlyslmssrfretfqealclgacchr^ 

Class B 

33. gastrin receptor. ACCESSION AAC37528 
nplvycfmhrrfrqacletcarccprpprarpralpdedpptpsiaslsrl^ 

Class B 

34. galanin receptor 3 [Homo sapiens]. ACCESSION 10879541 
nplvyalasrhfrarjfolwpcgnrrhrarraliTvrpas 

Class A 

35. edg-1 - human. ACCESSION A353O0 
npiiytltnkemrrafirimscckcpsgdsagkfkrpiiagm 

Class A 

36. central cannabinoid receptor [Homo sapiens] . ACCESSION NP_057 1 67 
npiiyalrskdlrhafrsmfpscegtaqpldnsmgdsdc^ 

Class A 

37. delta opioid receptor - human. ACCESSION 138532 
npvlyafldenfkrcfrqlcrkpcgrpdpssf 

Class A 

38. proteinase activated receptor 2 (PAR-2) human. ACCESSION P55085 
dpfvyyfVshdfrdhaknallcrsv^ 

Class B 

39. vasopressive intestinal peptide receptor (V1PR) rat. ACCESSION NM_01 2685 
NGEVQAELRRKWRRWHLQGVLGWSSKSQHPWGGSNGATCSTQVSMLTRVSPSA 

RRSSSFQAEVSLV 
Class B 



